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Continuous post-column standard substance infusion for LC-ESI-MS/MS analys
Evaluation of plant extract composition by statistical analysis and molecular n
Fenton versus Ozone: Oxidation of Polyaromatic Hydrocarbons in contaminate
Molecular interactions of plasticizers and proliferator-activated receptor ? det
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Structure elucidation of the siderophores of Pseudomonas taiwanensis VLB12
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Investigating molecular interactions of organotin compounds with proteins by
The synaptic vesicle cycle is governed by heterogeneous and macromolecular
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Derivatization methods for the measurement of nitric oxide species with liqui

Dresden University of Technology (Germany)
ISIPCA (France)
Max-Planck-Institut fir Kohlenforschung (Germany)

Helmholtz Centre for Environmental Research UFZ (Germany)
Spemann Graduate School of Biology and Medicine (Germany)
Institute of Inorganic and Analytical Chemistry (Germany)

MeRuhr-University Bochum (Germany)

Institute of Bioanalytical Chemistry, Saarland University (Germany)

Laboratoire de Chimie et Physique (France)

BAM, Berlin (Germany)

Centre Mondial de I'Innovation Roullier (France)
Saarland University (Germany)

Mannheim University of Applied Sciences (Germany)

Commissariat a |'Energie Atomique et aux Energies Alternatives (France)

Institut des Sciences Analytiques (France)

SCIEX (Germany)

Thermo Fisher Scientific (United States)
Forschungszentrum Julich GmbH (Germany)
Waters GmbH (Germany)

Shimadzu France (France)

Freie Universitat Berlin (Germany)

Humboldt Universitat zu Berlin (Germany)
Max-Planck-Institut fir Kohlenforschung (Germany)
Goethe-University Frankfurt/Main (Germany)

Max Planck Institute for Biophysical Chemistry (Germany)

Georg-August-Universitdt Géttingen (Germany)
Steinbeis Center for Biopolymer Analysis (Germany)
University of Minster (Germany)

Martin Luther University Halle-Wittenberg (Germany)
Freie Universitat Berlin (Germany)

Bruker Daltonics, Bremen (Germany)
Goethe-Universitat Frankfurt am Main (Germany)

Luxembourg Institute of Science and Technology (Luxembourg)

School of Analytical Sciences Adlershof (Germany)
Leibniz Institute of Plant Biochemistryy (Germany)
Thermo Fisher Scientific, Bremen (Germany)

Helmholtz Centre for Infection Research (HZI) (Germany)

Imperial College London (UK)

Institute of Immunology, University of Rostock (Germany)

IZKF Core Unit Proteomics, WWU Miinster (Germany)
Justus-Liebig University Giessen (Germany)

Martin Luther University Halle-Wittenberg (Germany)
University of Stuttgart (Germany)

Sanofi-Aventis R&D (France)

Christian-Albrechts-Universitat zu Kiel, Kiel (Germany)

UniversitE de Strasbourg, CNRS, CMC UMR (France)
Thermo Fisher Scientific (Germany)

Justus Liebig University Giessen (Germany)

SCIEX (Germany)

Department of Chemistry, Stanford University (United States)

Justus-Liebig University Giessen (Germany)
Université de Rouen Normandie (France)

Leibniz Institute of Plant Biochemistry, Halle (Saale) (Germany)

Proteome Center Rostock (Germany)
Heidelberg University (Germany)
Université de Lorraine, Nancy (France)



Halim Mohammad Abdul
Hao Yan

Helle Niklas

Helle Stanislas

Helle Stanislas
Hellwig Nils

Héloise Dossmann
Hense Genia
Holzmuller Philippe
Huguet Romain
Ibrahim Marianne
Ivanov Mark Moshkovskii Sergei
Iwan Volker

Jéhan Philippe

Jéhan Philippe
Junker Sabryna
Kellmann Markus
Kemel Kamilia
Kiontke Andreas
Kipping Marc

Klaus Florentine
Koch Heiner

Kopicki Janine-Denise
Kosters Steffen
Kratochvil Isabel
Krieg Laura

Krisp Christoph
Kushnareva Aleksandra
Laramee Brittany
Leipert Jan
LeBmaollmann Friederike
Liu Zhen

Lorenz Jana

Loroch Stefan
Lubeck Markus

Lupu Loredana
Mansour Sergui
Minte Olaf

Moran Luis

Nekouei Mina
Neumann Anika
Nimptsch Ariane
Overbeck Nina
Pamelard Fabien
Penkert Martin
Pohlentz Gottfried
Potier Nollle
Prommel Rick
Raupers Bjorn
Rehkamp Anne
Reinert Thorben
Ruehl Michael
Scheeren Simon
Schiell Matthias
Schmidt Johannes
Schmit Pierre-Olivier
Schorr Pascal
Schréter Jenny

Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday
Wednesday

32
16
78
79
11

36
57
76
54
22
20
21
67
62
39
10
72
17
69
35
80
89
34
9%
a4

37
71

66
48
64
74
86
14
47
85

18
50
41
65
90
91
29
15
77
19
75
46
42
31
82
27
12

Fundamental of MS - lonization

Health - Clinical

Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization

Fundamental of MS - lonization

Fundamental of MS - lonization

Health - Clinical

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization, Fundamental of
Fundamental of MS - lonization, Fundamental of
Fundamental of MS - lonization, Fundamental of
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Health - Pharmaceutic applications
Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Health - Clinical

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Health - Clinical

Omics - Proteomic, PTM and structural biology, (
Health - Pharmaceutic applications, Health - Nut
Fundamental of MS - lonization

Health - Clinical, Omics - Metabolomics and Flux
Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization

Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Health - Pharmaceutic applications

Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Omics - Proteomic, PTM and structural biology
Health - Clinical

Fundamental of MS - lonization

Omics - Proteomic, PTM and structural biology
Fundamental of MS - lonization, Fundamental of
Omics - Proteomic, PTM and structural biology
Health - Pharmaceutic applications, Targeted ani
Health - Pharmaceutic applications

Health - Clinical

Omics - Proteomic, PTM and structural biology
Health - Clinical

Fundamental of MS - lonization

Ambient lonization of Peptide and Protein lons: Insights from Mass Spectrom«
Native MS demonstrates the supportive impact of carbohydrates on norovirus
REMPI and MATI spectroscopy of pyridine derivatives

Proteomics of single starch granules

Proteomics of single starch granules

Native Mass Spectrometry of Biomolecules: A Comparison of nESI-MS and LIL
Evaluation of electronic effects of ligands with VUV spectroscopy
Characterization of LILBID-MS using DNA structures

Revisiting Ehrlichia ruminantium life cycle using proteomics: the host and the
In-Depth Characterization Of Intact Protein Standards Using HRAM Top Down
Improvement of mitochondria extract from Saccharomyces cerevisiae charact
Towards MS/MS-free high throughput proteome characterization
Fragmentation of Oligosaccharides and Suppression of Metal-Salt Induced Ad
Molecular integrity of dendrimers designed around triphenylamine or porphyr
Characterization by high resolution mass spectrometry of organometallics wit
Spectral library based approach to protein arginine phosphorylation in Staphyl
Implementation of Real-Time Update for Time Scheduled Targeted Peptide Q
Analyse de tensioactifs non-ioniques par chromatographie liquide ¥ haute per
How does low temperature plasma ionization (LTPI) performs compared to th
Future directions for data-independent acquisition modes utilising a scanning
Investigation of polycyclic aromatic hydrocarbons as matrices for MALDI mass
Parallel accumulation ? serial fragmentation (PASEF) on a novel trapped ion r
Investigating assembly of Ebola virus nucleoprotein and accessory proteins wi
Proteom analysis of human neuromelanin granules in the background of dem:
Weighted Gene Correlation Network Analysis as Grouping Strategy for Nanon
Multiplexed LC-MS/MS Analysis for the Quantification of Serum Adipokines
Comparison of precursor and fragment based label-free protein quantificatior
Application of GC-MS to assess the practical relevance of marine red algae
Automated Presentation of Solid Phase Extraction Fibers to Facilitate High-Th
Miniaturized dispersive liquid-liquid microextraction and MALDI MS using ioni
Protein Interactions of the p53 Tumor Suppressor Probed by Chemical Cross-Li
Homogenous Langmuir-Blodgett films of gold nanoparticles for quantification
Mass Spectrometry-Based Interaction Studies of Escherichia coli Formate Cha
Targeted quantification of sub-stoichiometric protein malonylation in the low
2D-precursor selection for trapped ion mobility with parallel accumulation ser
Aptamer-Protein interaction. Epitope and affinity study using biosensor and
Proteomics applied to the study of archaeological ceramics (lind century) pres
Visualization of the MALDI plume expansion in an elevated pressure ion sourc
Targeted quantification of sub-stoichiometric protein malonylation in the low
The Mass spectrometry Analysis of Insoluble Proteins in the Spinal Cord of AL
Comparison of atmospheric pressure photo ionisation with 8.6/9.4 and 10/10.
The selected matrix influences the MALDI-TOF mass spectral patterns of part
Evaluation of different phosphopeptide enrichment strategies with regard to «
Morphological Analysis of Mass Spectrometry Imaging Data to Discover Heter
Electron-transfer/higher-energy collision dissociation (EThcD) of doubly charg:
A first glance on the O-glycans of mucin from porcine stomach
Cross-linking/Mass Spectrometry of Nuclear Receptor complexes

DIA based analysis of CSF before and after spinal cord injury to identify therag
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REMPI-Spectroscopy of Non-Covalent Anisole-Clusters

Elucidating the mechanism of peptide modification by chemical modifiers wit
Automated electrochemistry/mass spectrometry as a powerful tool for the ra
2D-LC-MS/MS IN ELUCIDATION OF DRUG METABOLITES

Proteomic analysis of CD34 and CD123 co-expressing stem cells from patients
TimsTOF Pro and PASEF for High Sensitivity Proteomics and Phosphoproteomi
Investigating the role of vitamin E in Alzheimer¥s disease using a new high-tr
Combination of 2,5-Dihydroxybenzoic acid and 2,5-Dihydroxyacetophenone Mz
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Proteomic analysis of the angiogenic endothelial extracellular matrix and of tl
nfluencing the Selectivity of Small Proteins and Peptides on the Raptor™ ARC-
Replacing Immunoassays with MS-based Technology: Quantitative Proteomic
Quantification of individual glycation sites in human plasma proteins by stabl¢
Evaluation of a Deuterated (D12) Version of the MS/MS-Cleavable Cross-Linke
Structural Insight into an FMN-Dependent Ene-Reductase Through lon Mobilit
Link between altered ceramide homeostasis and amyloidogenic processing in
Mass spectrometric investigation of degradation products of peptides derived
A Novel Solution for EtG/EtS Analysis in Human Urine by LC-MS/MS
Enrichment strategies for improvement of mass spec analysis of chemical cro
Assessing the Hydrophobicity of Amino Acids via lon Mobility — Mass Spectron
Development of metabolite based MALDI MS assays

SICRIT Mass Spectrometry: Simple, Smart and Sensitive

Revolutionary Proteome Profiling And Quantitation Without Compromising Sp
Ultra-high resolution mass spectrometric characterization of a pyrolysis biofu
Towards comprehensive signaling pathway monitoring using advanced PRM n
Study of Manganese Superoxide Dismutase Mimic Properties and its Effect or
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