
WORKSHOP ≠3 

13.00 - 13.15 : Small introduction
Dr. Noelle POTIER (University of Strasbourg, France)

13.15 - 14.05 : Introduction into Cross-linking/Mass Spectrometry for Protein Structure 
Analysis
Dr. Claudio IACOBUCCI and Christine PIOTROWSKI (Martin-Luther University 
Halle-Wittenberg, Deutschland)

14.05 - 14.40 : Protein-protein and protein-nucleic acid cross-links analysed with MS -
Principals, Applications, Pitfalls
Dr. Henning URLAUB (Max-Planck-Institute Göttingen, Deutschland)

14.40 - 15.15 : Data analysis for protein cross-linking/mass spectrometry
Pr. Juri RAPPSILBER and Dr. Francis O’REILLY (Technische Universität Berlin, 
Deutschland)

15.15 - 15.45 : Break

15.45 – 16.20 : Introduction to HDX/Mass Spectrometry for protein structure analysis
Dr. Julien MARCOUX (University of Toulouse, France)

16.20 – 16.55 : Applications of HDX/Mass spectrometry and complementarity to native 
MS appraoches 
Dr. Sarah CIANFERANI (University of Strasbourg, France)


